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SUPPLEMENTAL EXPERIMENTAL PROCEDURES 1 2

Quantitative-qPCR 3
Quantitative PCR was performed in a 7900-FAST-384 instrument (Applied Biosystems) by 4 using the GoTaq qPCR master mix from Promega (Madison, WI) 5
Primers used in this work (synthetized by Sigma) were as follows: 6
Rv: 5′-CTTCCGCACACTGGGTAGT-3′, Slc2a1Fw: 5′-GGGCATGTGCTTCCAGTATGT-3′, 9
Slc2a1
Rv: 5′-ACGAGGAGCACCGTGAAGAT-3′, Ldha Fw: 5′-10 TGTCTCCAGCAAAGACTACTGT-3′, Ldha Rv: 5′-GACTGTACTTGACAATGTTGGGA-3′, 11
Arg1
Fw: 5′-CTCCAAGCCAAAGTCCTTAGAG-3′ , Arg1 Rv: 5′-12 AGGAGCTGTCATTAGGGACATC-3′, Itgax Fw: 5′-AGTGCTAGGGGACGTGAATG-3′, 13
Itgax
Rv: 5′-TCTGGGATGCTGAAATCCTC-3′ , Siglec5 Fw: 5′-14 TTACCTGGCACTGGTGTTACTG-3′, Siglec5 Rv: 5′-ATCTGCAGAGATGCTCCACTC-3′, 15
Fcgr1
Fw:
Rv: 5′-GTCAGCCCCATCATCTGCG-3′, Ccnb2 Fw: 5′-19 GCCAAGAGCCATGTGACTATC-3′, Ccnb2 Rv: 5′-CAGAGCTGGTACTTTGGTGTTC-3′, 20
Cdk1
Fw: 5′-AGAAGGTACTTACGGTGTGGT-3′, Cdk1 Rv: 5′-21 GAGAGATTTCCCGAATTGCAGT-3′, Cd25c Fw: 5′-AGCGTAGCACATCTGCACATA-3′, 22
Cd25c
Rv: 5′-AGGAACCGTAGTAATGGGACTG-3′, Plk3 Fw: 5′-23 GCACATCCATCGGTCATCCAG-3′, Plk3 Rv: 5′-GCCACAGTCAAACCTTCTTCAA-3′,
Brca1
5′-AGGAGGCGTCGATCATCCA-3′, Brca1 Rv: 5′-1 ACAGATTTCTTTCGAGGTTGGG-3′, Chek1 Fw: 5′-TTCCACCAACTCATGGCAGG-3′, 2
Chek1
Rv: 5′-GCGTTCACGATTATTATGCCGAA-3′, Chek2 Fw: 5′-3 GATCATTAGCAAGCGGAGGTT-3′, Chek2 Rv: 5′-CACCACCCGGTCAAATAGTTC-3′, 4
Tp53
Fw: 5′-CTCTCCCCCGCAAAAGAAAAA-3′, Tp53 Rv: 5′-5 CGGAACATCTCGAAGCGTTTA-3′, Cdkn1a Fw: 5′-CCTGGTGATGTCCGACCTG-3′, 6
Cdkn1a
Rv: 5′-CCATGAGCGCATCGCAATC-3′, Nr1h3 Fw: 5′-7 CTCAATGCCTGATGTTTCTCCT-3′, Nr1h3 Rv: 5′-TCCAACCCTATCCCTAAAGCAA-3′, 8
Nr1h2
Fw: 5′-CGTGGTCATCTTAGAGCCAGA-3′, Nr1h2 Rv: 5′-9 GCTGAGCACGTTGTAGTGGAA-3′, Abcg1 Fw: 5′-CTTTCCTACTCTGTACCCGAGG-3′, 10
Abcg1
Rv staining, same AM number were stained for surface markers, washed twice and mixed with 5 unstained thymocytes, used as a cell carrier. Just after, cells were fixed and permeabilized using 6 the FoxP3 staining buffer set (eBiosciences), and then stained with anti-Ki67-eFluor 660 7 (SolA15, eBiosciences) or isotype control Rat IgG2aκ (eBR2a, eBiosciences). For intracellular 8
BrdU staining, AMs were stained and mixed with carrier cells as explained above, and then fixed 9 and permeabilized using the BrdU staining set (BD Pharmingen). Then, cells were treated with 10
DNAse and stained with anti-BrdU Ab (BD Pharmingen). categories were generated with GOplot. GSEA was used to identify enriched gene sets, from the 21 hallmark collection of MSigDB, having up-regulated and down-regulated genes, using aweighted enrichment statistic and a log2 ratio metric for ranking genes. Significance was defined 1 by FDR q value < 0.25, obtained after one thousand phenotype permutations. 2
BCA protein measurement 3
Total protein concentration was determined using Pierce BCA Protein Assay Kit (Thermo 4 Scientific) according to the manufacturer's instruction. Albumin (Thermo scientific) was used as 5 standard. 6 ELISA surfactant protein D 7 SP-D DUO ELISA kit and capture/detection antibodies were from R&D Systems. It was used 8 according to manufacturer's instructions. Detection antibody was biotinylated and labeled with 9 streptavidin-conjugated horseradish peroxidase (HRP) and visualized by incubation with 5,5′-10 tetramethylbenzidine solution (TMB, KPL). Reaction was stopped with TMB-stop solution 11 (KPL). Recombinant SP-D served as standard and was included in the kit. Optical density was 12 determined using a microplate reader (Benchmark Plus, Bio-Rad) set to 450 nm subtracting 13 absorbance at 570 nm (wavelength correction).
